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Detection of Rab interacting lysosomal protein gene methylation in human primary lung cancer and its clinical
significance
YU Ji-hui',GAO Shui’, WANG Xiao-qiongl (1. Health Management Center, First Affiliated Hospital of Chongqing Medical Univer-

sity , Chongqing 400016 , China ;2. Department of Respiratory and Critical Care Medicine , Changshou People’s Hospital Affiliated to Chongging
Medical University,, Chongging 401200, China)

Abstract: Objective To analyze the expression and methylation of Rab interacting lysosomal protein ( RILP) in cancer tissues of lung
cancer patients and lung cancer cell lines,and to explore the biological function of RILP gene. Methods The cancer tissue and paracancerous
tissue samples of 88 patients with lung cancer in Changshou People’s Hospital Affiliated to Chongging Medical University were collected ,and
the expression levels of RILP protein and mRNA were detected by immunohistochemical staining and fluorescence quantitative PCR
respectively. Lung cancer cell lines ( H1299, A549, H358, H19936 and H460) and normal lung epithelial cell line ( BEAS-2B) were
selected ,and the expression levels of RILP mRNA were detected by fluorescence quantitative PCR. The methylation of RILP in lung cancer
tissues and cells were detected by methylation-specific PCR. The relationship between general clinical data and RILP gene methylation in
patients with lung cancer was analyzed. A549 cells were transfected with empty vector or human RILP expression vector, and the cell
proliferation activity was detected by clone formation assay. Results The high expression rate of RILP in cancer tissues was 13. 64% ,which
was lower than 76. 14% in paracancerous tissues ( P <0.05). The expression level of RILP mRNA in paracancerous tissues was higher than
that in lung cancer tissues (P <0.05). The expression level of RILP mRNA in normal lung epithelial cell line was higher than that in lung
cancer cell lines (P <0.05). Compared with normal lung epithelial cell line, RILP gene was significantly methylated in lung cancer cell
lines. Methylation of RILP gene occurred in 60.23% (53/88) lung cancer patients. The differences in tumor differentiation between RILP
methylated patients and RILP non-methylated patients were statistically significant (P <0.05). After overexpression of RILP,the proliferation
activity of A549 cells was significantly inhibited (P <0.05). Conclusion RILP may play a role as a tumor suppressor gene in lung cancer,
and this gene is regulated by methylation.
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Effects of different doses of edaravone on prevention of postoperative cognitive dysfunction induced by sevoflurane
HUANG Yu-yuan, WEI Xue-mei,ZHENG Yu-xiu, LIU Li-li  (Department of Anesthesiology,Second Affiliated Hospital of Hainan
Medical University , Haikou Hainan 570311, China)

Abstract: Objective To investigate the preventive and therapeutic effects of different doses of edaravone on postoperative cognitive

dysfunction (POCD) after sevoflurane induced general anesthesia. Methods Forty-eight aged male Balb/c mice were randomly divided into
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